Supplement. These additional data include a complete list of haplotypes for single (16S rDNA and COI) and concatenated genes. In addition, data analysis of single genes and mismatch distribution of concatenated genes are provided.
. Aristeus antennatus. List of 16S rDNA haplotypes detected in the eleven sampling sites with respective GenBank accession numbers. Accession numbers in bold refer to previously detected haplotypes by Roldán et al. (2009) and Sardà et al. (2010 Figure S1 . Aristeus antennatus. Median-joining nework of haplotypes detected for 16S rDNA (A) and COI (B) genes from the sampling locations of the Atlantic Ocean (black), Western Mediterranean Sea (yellow), Eastern Mediterranean Sea (red) and Indian Ocean (blue). The area of each circle is proportional to the number of individuals exhibiting that haplotype. Each line in the network represents one mutational step, and vertices represent missing or undetected haplotypes. Figure S2 . Aristeus antennatus. Frequency distributions of the number of pairwise nucleotide differences (mismatch) between merged haplotypes for the four regions considered. Solid line is the theoretical distribution under the assumption of population expansion.
